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PCT/CA98/01137, 



Accl Loop1 
50-AAG GTG GAG TAT ACA AAA TAT AAT [ NNS NNS NNS NNS NNS ] ACA 
GTT AAA 

Sac I Loop 2 

GTG GGT GAT AAA GAA TTA [ NNS NNS NNS NNS ] TGG AAT CTT CAG TCT C 



FIG. 3A 



Pstl 

50-TAC GTA CTG CAG CTC CAG TCA ACG AAA AAT AAC TTC GCT GAA TCC 
ACC GCC ATT ATG GCA CGC GTT AGT TTT AAT GGT TAC AGT CAT ACC GGT 
AAT TTG CGC ACT GAG AAG AAG AGA CTG AAG ATT CC-30 



FIG. 3B 
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TOXIN CONCENTRATION (M) 



FIGURE 4 
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SKBR-3 CELL LINE PASSAGE NUMBER 



FIGURE 5 




FIGURE 6 
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10 



15 



(see also Figure 1 A) 



SHIGA-LQCE TOXTN 1. Asubun,, (VEROTOXIN SUBUN1T A) 
T.n ftRNA N-GLYCOSIDASE) (EC 3.2.2.22). 



293 amino acids 



KEFTLDFSTA KTYVDSLNVI RSAIGTPIXJT ISSGGTSLLM 
SSgdL AVDVRGIDPE EGRFHNLRU VERNNLYVTG 
RFADFSHVTF PGTTAVTLSG DSSYTTLQRV 
ZSS^ NRHSLTTSYL DLMSHSOISL TQSVARAMLR 
^™ ERQIQKOFRT TLD^ORSY VMTA.DVD.T 
CwGRLSSVL PDYHGQDSVR VGRISFGSW AILGSVALEL^ 
_H«VA RMASDEFPSM CPADGRVRG, TH«S 
TLGATLMRRT ISS 



20 

gpn rn.NO.2: 
(see also Figure IB) 

_ . /otttp a t IKE TOXIN I , SUBUNIT B) 
SHIGA TOXIN, B suburut (SHIG A-LUUi u/ui 

2 5 (VEROTOXIN 1 , SUBUNIT B). 
69 amino acids 

TPDCVTGKVE YTKYNDDDTF TVKVG0KELF TNRWNLQSIX 
30 LSAQITGMTV TIKTNACHNG GGFSEVffR 
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SEP. ID. NO. 3 : 
(see also Figure 3 A) 

5'-AAGGTGGAGTATACAAAATATAAT[NNSNNSNNSNNSNNS]ACA 
5 GTTAAAGTGGGTGATAAAGAATTA[NNSNNSNNSNNS]TGGAATCT 
TCAGTCTC-3' 



10 

SEP. ID. NO. 4 : 
(see also Figure 3B) 

S'-TACGTACTGCAGCTCGAGTCAACGAAAAATAACTTCGCTGAATCCA 
15 CCGCCATTATGGCACGCGTTAGTTTTAATGGTTACAGTCATACCGGTA 
ATTTGCGCACTGAGAAGAAGAGACTGAAGATTCC-3 ' 



20 
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